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DECLARATION UNDER 37 CF.R. § 
1.132 OF MARTIN F. YANOFSKY, PH.D. 



I, Martin F, Yanofsky, Ph.D., being duly warned that willful false 
statements and the like are punishable by fine or imprisonment or both (18 U,S.C. § 
1001), and may jeopardize the validity of the patent application or any patent issuing 
thereon, state and declare as follows: 

1 . All statements herein made of my own knowledge are true, and 
statements made on information or belief are believed to be true and correct. 



2. I graduated from the University of California at San Diego with a 
bachelor of science degree in biology in 1978. In 1986, 1 graduated from the University 
of Washington with a Ph.D. degree in microbiology. I have published more than fifty 
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scientific papers on the subject of plant biology. A copy of my curriculum vitae is 
attached hereto as Exhibit A. 

3. I am currently a professor at the University of California, San 
Diego. I have been in this position for twelve years. 

4. Two IND1 orthologs were isolated from Brassica napus plants. 
Since Brassica napus has an allotetraploid genome, it is not surprising that two different 
IND1 orthologs are present in the genome. The two sequences are designated Bn IND1 
and Bn IND2. An alignment of the amino acid sequences of Bn IND1 and Bn IND2 with 
SEQ ID NO: 2 are depicted in Exhibit A. The amino acid sequence of Bn Indl is 
approximately 79% identical to SEQ ID NO:2 of the present invention. The amino acid 
sequence of Bn Ind2 is approximately 74% identical to SEQ ID NO:2 of the present 
invention. Thus, both sequences are at least 70% identical to SEQ I DNO;2 of the 
present application. 



5. Transformation of either Bn IND1 or Bn IND2 into indl mutant 
Arahidopsis plants resulted in complementation of the mutant phenotype. These results 
demonstrate that Bn IND1 and Bn IND2 carry out the same basic functions as INDL 

6. These results provide two additional functional sequences within 
the scope of the present claims (i.e., polynucleotides encoding polypeptides at least 70% 
identical to SEQ ID NO:2). Thus there can be no question that gene products at least 
70% identical to SEQ ID NO:2 do indeed function to control fruit dehiscence in plants. 

V^. QC-U^ Tr { Z .0OZ- By: ^ j/rMSj(fA 

Martin F. Yanofsky, Ph.D. / 
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Education 

B. A. 1 978 Biology University of California at San Diego 
Ph.D. 1986 Microbiology University of Washington 

Professional Experience 

1 990- 1 994 Assistant Professor, Department of Biology, University of California 

at San Diego, La Jolla, CA 
1 994-1998 Associate Professor, Department of Biology, University of California 

at San Diego, La Jolla, CA 
1 998-present Professor, Department of Biology, University of California at 

at San Diego, La Jolla, CA 

Awards and Honors 

1985-1 986 National Institutes of Health Biology Training Grant in 

Molecular and Cellular Biology 
1986 Achievement Rewards for College Scientists (ARCS) 

1987-1989 National Science Foundation Postdoctoral Fellowship in Plant 
Biology 

1 993-1 994 Arnold and Mabel Beckman Young Investigator Award 
1991-1995 David and Lucile Packard Fellowship for Science and Engineering 

Editorial Board 1995-present Developmental Biology 

1999-present Trends In Plant Science 

Publications 

Klee HJ, Yanofsky MF and Nester EW. (1985) Vectors for transformation of higher 

plants. Bio/Technology 3:637-642. 
Yanofsky M, Montoya A, Knauf V, Lowe B, Gordon M and Nester E. (1985) 

Limited host range plasmid of Agrobacterium tumefaciens: Molecular and 

genetic analyses of transferred DNA. J BacterioL 163 No.l:341-348. 
Yanofsky M, Lowe B, Montoya A, Rubin R, Krul W, Gordon M and Nester E. 

(1985) Molecular and genetic analyses of factors controlling host range in 

Agrobacterium tumefaciens, Mol Gen Genet. 201:237-246. 
Knauf VC, Yanofsky MF and Nester EW. (1983) Genetic analysis of host range 

expression, p 240-247. In Molecular Genetics of the Bacteria-Plant Interaction. L 

Bielefelds, Freiburg, Federal Republic of Germany. 
Knauf V, Yanofsky M 5 Montoya A and Nester E. (1984) Physical and Functional 

Map of an Agrobacterium tumefaciens Tumor-Inducing Plasmid that Confers a 

Narrow Host Range. JBacteriol. 160No.2:564-568. 
Nester EW, Gordon MP, Amasino RM and Yanofsky MF. (1984) Crown gall: A 

molecular and physiological analysis. Ann Rev Plant Physiol. 35:387-413. 
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Klee HJ, Yanofskv MF and Nester EW. (1985) Vectors for transformation of higher 
plants. Bio/Technology 3:637-642. 

Yanofskv M, Montoya A, Knauf V, Lowe B, Gordon M and Nester E. (1985) 
Limited host range plasmid of Agrobacterium tumefaciens: Molecular and 
genetic analyses of transferred DNA, J Bacterid. 1 63 No. 1 :341 -348. 

Yanofskv M, Lowe B, Montoya A, Rubin R, Krul W, Gordon M and Nester E. 

(1985) Molecular and genetic analyses of factors controlling host range in 
Agrobacterium tumefaciens. Mol Gen Genet. 201:237-246. 

Yanofskv MF, Porter SG, Young C, Albright LM, Gordon MP and Nester EW. 

(1986) . The virD operon of Agrobacterium tumefaciens encodes a site-specific 
endonuclease. Cell 47:471-477. 

Albright LM, Yanofskv MF, Leroux B, Ma D and Nester EW. (1987) Processing of 
the T-DNA of Agrobacterium tumefaciens generates border nicks and linear, 
single-stranded T-DNA. JBacterioL 169 No.3:1046- 1055. 

Leroux B, Yanofskv MF, Winans SC, Ward JE, Ziegler SF and Nester EW. (1987) 
Characterization of the virA locus of Agrobacterium tumefaciens: a 
transcriptional regulator and host range determinant. EMBO J. 6 No.4:849-856. 

Yamomoto A, Iwahashi M, Yanofskv MF, Nester EW, Takebe I and Machida Y. 

(1987) The promoter proximal region in the virD locus of Agrobacterium 
tumefaciens is necessary for the plant-inducible circularization of T-DNA. Mol 
Gen Genet. 206:174-177. 

Ma D, Yanofskv MF, Gordon MP and Nester EW. (1987) Characterization of 

Agrobacterium tumefaciens strains isolated from grapevine tumors in China. App 

Env Micro. 53 No.6:1338-1343. 
Porter SG, Yanofskv MF and Nester EW. (1987) Molecular characterization of the 

virD operon from Agrobacterium tumefaciens. Nucl Acids Res. 15 No.8:7503- 

7517. 

Close TJ, Rogowsky PM, Kado CI, Winans SC, Yanofskv MF and Nester EW. 

(1987) Dual control of Agrobacterium tumefaciens Ti plasmid virulence genes. 

JBacterioL 169No.ll:5113-5118. 
Bowman JL, Yanofsky MF and Meyerowitz EM. (1988) Arabidopsis thaliana: A 

review. Oxford Reviews of Plant Molecular Biology, ed. B.J. Miflin, Oxford 

Univ., New York 5:57-87. 
Yanofskv, M.F., Ma, H., Bowman, J.L., Drews, G., Feldmann, K. and Meyerowitz, 

E.M. (1990) The protein encoded by the Arabidopsis homeotic gene AGAMOUS 

resembles transcription factors. Nature 346:35-39. 
Ma, EL, Yanofskv , M.F., and Meyerowitz, E.M. (1990) Molecular cloning and 

characterization of a gene encoding a G protein alpha subunit from Arabidopsis 

thaliana. Proc. Natl. Acad. Sci. 87:3821-3825. 
Ma, H., Yanofksv , M.F., and Meyerowitz, E.M. (1991) AGL1-6, An Arabidopsis gene 

family with similarity to floral homeotic and transcription factor genes. Genes 

and Develop. 5:484-495. 
Ma, H., Yanofskv , M.F., and Huang, G. (1991) Isolation and sequence analysis of 

TGA1 cDNAs encoding a tomato G protein alpha subunit. Gene 107:189-195. 
Weigel, D., Alvarez, J., Smyth, D.R., Yanofskv , M.F. and Meyerowitz, E.M. (1992) 

LEAFY controls floral meristem identity in Arabidopsis. Cell 69:843-859. 
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Ma, H., Yanofskv , M.F., M.F., Klee, H.J., Bowman, J.L., and Meyerowitz, E.M. 

(1992) Vectors for plant transformation and cosmid libraries. Gene 1 17:161-167. 
Mandel, M.A., Bowman, J.L., Kempin, S.A., Ma, H., Meyerowitz, E.M., and 

Yanofskv, M.F. (1992) Manipulation of flower structure in transgenic tobacco. 
Cell 71:133-143. 

Mandel, M.A., Gustafson-Brown, C, Savidge, B., and Yanofskv. M.F. (1992) 
Molecular characterization of the Arabidopsis floral homeotic gene APETALA1. 
Nature 360:273-277. 

Veit, B., Schmidt, R.J., Hake, S., and Yanofskv . M.F. (1993) Maize floral 
development- new genes and old mutants. Plant Cell 5:1005-1015. 

Yanofskv, M.F., Araki, T., Gustafson-Brown, C, Kempin, M.A., and Savidge, B. 

(1993) Genes specifying floral meristem identity in Arabidopsis. NATO ASI 
series Vol. H 81, G. Goruzzi and P.Puigdomenech eds. (Berlin: Springer- Verlag), 
pp 51-61. 

Kempin, S.A., Mandel, M.A., and Yanofskv , M.F. (1993) Ectopic expression of the 
tobacco floral homeotic gene NAG1 converts perianth into reproductive organs. 
Plant Physiol. 103:1041-1046. 

Schmidt, R.J., Veit, B., Mandel, M.A., Mena, M., Hake, S., and Yanofskv . M.F. 
(1993) Identification and molecular characterization of ZAG1, the maize 
homologue of the Arabidopsis floral homeotic gene, AGAMOUS. Plant Cell 
5:729-737. 

Pnueli, L., Hareven, D., Rounsley, S.D., Yanofskv. M.F., and Lifschitz, E. (1994) 

Isolation of the tomato AGAMOUS gene TAG1 and analysis of its homeotic role in 

transgenic plants. Plant Cell 6:163-173. 
Gustafson-Brown, C, Savidge, B., and Yanofskv. M.F. (1994) Regulation of the 

Arabidopsis floral homeotic gene APETALAL Cell 76:131-143. 
Chung, Y.Y., Kim, S.R., Finkel, D., Yanofskv , M.F., and An, G. (1994) Early 

flowering and reduced apical dominance result from ectopic expression of a rice 

MADS-box gene. Plant Mol. Biol. 26:657-665. 
Rounsley, S.D., Pitta, G.S., and Yanofskv. M.F. (1995). Diverse roles for MADS- 
box genes in Arabidopsis development. Plant Cell: 1259-1269. 
Savidge, B., Rounsley, S.D., and Yanofskv , M.F. (1995) Temporal relationship 

between the transcription of two Arabidopsis MADS-box genes and the organ 

identity genes. Plant Cell 7:721-733. 
Yanofskv , M.F. (1995) Floral meristems to floral organs: Genes controlling early 

events in Arabidopsis flower development. Annu. Rev. Plant Physiol. Plant 

Mol. Biol. 46:167-188. 
Kempin, S.A., Savidge, B., and Yanofskv, M.F. (1995) Molecular basis of the 

cauliflower phenotype in Arabidopsis. Science 267:522-525. 
Purugganan, M.D., Rounsley, S.D., Schmidt, R.J., and Yanofskv . M.F. (1995) 

Molecular evolution of flower development: Diversification of the plant MADS- 
box regulatory gene family. Genetics 138:849-854. 
Mandel, M. A. and Yanofsky, M.F. (1995) A Gene Triggering Flower Formation in 

Arabidopsis. Nature, 377:522-524. 
Mandel, M.A. and Yanofskv. M.F. (1995) The Arabidopsis AGL8 MADS-box gene 

is expressed in inflorescence meristems and negatively regulated by APETALAL 

Plant Cell 7:1763-1771. 
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Mena, M., Mandel, M.A., Lemer, D., Yanofskv. M.F., and Schmidt, R.J. (1995). 

Characterization of the Maize MADS-Box gene family. Plant J. 8:845-854. 
Mena, M. Ambrose, B., Meeley, R.B., Briggs, S.P., Yanofskv . M.F., and Schmidt, 

RJ. (1996) ZAG1 mutant reveals diversification of C-function activity in maize 

flower development. Science, 274:1537-1540. 
Liljegren, S.J., and Yanofskv. M.F. (1996) Genetic control of shoot and flower 

meristem behavior. Current Op. in Cell Biol. 8:865-869. 
Hempel, F.D., Weigel, D., Mandel, M.A., Ditta, G., Zambryski, P.C., Feldmann, L.J., 

and Yanofskv. M.F. (1997) Photo induction of flowering-gene expression and 

floral determination in Arabidopsis. Development, 124:3845-3853. 
Kempin, S.A., Liljegren, S.J., Block, L.M., Rounsley, S.D., Lam, E., and Yanofskv . 

M.F. (1997) Targeted disruption in Arabidopsis. Nature 389:802-803. 
Gu, Q., Ferrandiz, C, Yanofskv. M.F., and Martienssen, R. (1998) The FRUITFUL 

MADS-box gene mediates cell differentiation during Arabidopsis fruit 

development. Development, 125:1509-1517. 
Veit, B., Briggs, S., Schmidt, R., Yanofskv . M.F., and Hake, S. (1998). Regulation of 

leaf initiation by the terminal earl gene of maize. Nature 393: 166-168. 
Sessions, A. Yanofskv . M.F., and Weigel, D. (1998). Patterning the floral meristem. 

Cell and Develop. Biol. 9:221-226. 
Mandel, M.A. and Yanofskv . M.F. (1998). The Arabidopsis AGL9 MADS-box gene 

is expressed in young flower primordia. Sex. Plant Reprod. 1 1 :22-28. 
Liljegren, S. J., Gustafson-Brown, C, Pinyopich, A., Ditta, G.S., and Yanofskv. M.F. 

(1999) Interactions among APETALA1, LEAFY, and TERMINAL FLOWER 1 

Specify Meristem Fate. Plant Cell 1 1:1007-1018. 
Ferrandiz, C. Pelaz, S., and Yanofskv. M.F. (1999). Control of carpel and fruit 

development in Arabidopsis. Annu. Rev. Biochem. 68:321-354. 
Sessions, A. and Yanofskv . M.F. (1999) Dorsoventral patterning in plants. Genes 

and Development 13:1051-1054. 
Sessions, A., Weigel, D., and Yanofskv. M.F. (1999). The Arabidopsis thaliana 

MERISTEM LAYER! promoter specifies epidermal expression in meristems and 

young primordia. The Plant J. 20:259-263. 
Ferrandiz, C, Gu,Q, Martienssen, R., and Yanofskv . M.F. (2000). Redundant 

Regulation of Meristem Identity and Plant Architechture by FRUITFULL, 
APETALA1 and CAULIFLOWER. Development, 127:725-734. 
Ng, M. and Yanofskv . M.F. (2000). Three ways to learn the ABCs. Current Opp. 

Plant Biol. 3:47-52. 

Ambrose, B.A., Lerner, D.R., Ciceri P., Padilla, CM., Yanofskv. M.F. and Schmidt, 

RJ. (2000). Molecular and genetic analyses of the Silky 1 gene reveals 

conservation in floral organ specification between eudicots and monocots. 
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Weigel, D., J.H. Ahn, M.A. Blazquez, J.O. Borevitz, S.K. Christensen, C. 

Fankhauser, C. Ferrandiz, I. Kardailsky, E.J. Malancharuvil, M.M. Neff, J.T. 
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For: CONTROL OF FRUIT 
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INDEHISCENT 1 GENES 



Examiner: Kruse, David H. 
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DECLARATION UNDER 37 C.F.R. § 
1.132 OF DR. JOHAN BOTTERMAN, 
PH.D. 



Assistant Commissioner for Patents 
Washington, D.C. 20231 

I, Johan Botterman, Ph.D., being duly warned that willful false statements 
and the like are punishable by fine or imprisonment or both (18 U.S.C. § 1001), and may 
jeopardize the validity of the patent application or any patent issuing thereon, state and 
declare as follows: 



1 . All statements herein made of my own knowledge are true, and 
statements made on information or belief are believed to be true and correct. 

2. I graduated from University of Gent with a degree in chemistry 
and agriculture in 1981. In 1986, 1 graduated from University of Gent with a Ph.D. 
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degree in Agricultural Science. I have published more than forty scientific papers on the 
subject of plant biology. A copy of my curriculum vitae is attached hereto as Exhibit A. 

3. I am currently a Research Manager at the Bayer CropScience in 
Belgium. I have been in this position for nine years. 

4. We have used an experimental approach based on RNA 
interference (RNAi) with fragments of the Bn IND1 and Bn IND2 genes from Brassica 
napus to downregulate the expression of the ind 1 gene in Arabidopsis. These 
experiments demonstrate that gene fragments about 65% identical to the corresponding 
Arabidopsis 1ND1 fragments can be used to delay fruit dehiscence in transgenic 
Arabidopsis plants. 



5. Specifically, restriction fragments from the 5* end of either Bn 
IND1 or Bn IND2 genes were cloned into vectors yielding the constructs pTC0212 (261 
bp fragment) and pTC0218 (269 bp fragment), respectively. In addition, the first 21 1 
base pairs of the Arabidopsis IND1 sequence was inserted into the same vector to make 
construct pTC0219. See, Exhibit A. Each of these constructs result in the production of 
a transcript carrying an inverted repeat sequence of the respective gene fragments. The 
fragments from Bn IND1 and Bn IND2 have about 65% nucleotide sequence identity 
with Arabidopsis INDL Transformation of either pTC0212, pTC0218, or pTC0219 
into Arabidopsis resulted in plants with delayed fruit dehiscence. See, Exhibit B, 
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CURRICULUM VITAE 

Name • Johan H. Botterman 

Address : Het Wijngaardeke 5 

9840 Zevergem 

Date of birth : 30-05-58 

Education : 

1981 University of Ghent - Faculty of Agriculture - engineer for chemistry and 

agricultural industries. 

1981 - 1982 Grant from I.W.O.N.L 

1 982 - 1 986 Grant from N.F.W.O. 

1982 - 1983 - European Molecular Biology laboratory - Heidelberg 

1983 - 1986 - University of Ghent - Plant Genetic Systems 

1 986 University of Ghent - Faculty of Agriculture 

Ph.D. in Agricultural Sciences 

Working experience : 

1 986 - 1 989 Plant Genetic Systems - Project leader Molecular Biology 

Project : Engineering herbicide resistance in plants. 
Responsibility for the molecular biology of the project : isolation and 
characterization of the bar gene; design of plasm id vectors for expression 
of the gene in E. coli and different plant species. 

1 989 - 1 992 Plant Genetic Systems - Product Development Manager 

Responsibilities : molecular biology group, cell and tissue culture group. 
Responsibility for the molecular biology and cell biology units as service 
units for different crops. The molecular biology involved 1) the isolation 
and characterization of genes as potential traits in crop species (insect 
control, pollination control, bacteria resistance; improvement of 
digestibility in forage crops); 2) design of vectors for transformation of 
different crop species; 3) molecular characterization of transgenic lines. 
The cell biology involved different groups focused on the 
transformation/regeneration of dicotyledonous and monocotyledonous 
crop species. Transformation projects have been performed in tobacco, 
tomato, potato, oilseed rape, cabbages, alfalfa, poplar and maize. 

1 993 - 1 996 Plant Genetic Systems - Research Manager 

1997 - 1998 Plant Genetic Systems - Head of Biotechnology Research - Brassica 

oilseeds and vegetables. 
Responsibilities : 

- management of the research projects in oilseed rape towards the 
development of new added value traits in oilseed rape. Activities are 
focused on experimental approaches towards crop protection and crop 
improvement. 
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- management of research projects in vegetables conducted as service 
within the frame of collaborations with third parties 

- management of groups focused on the development of molecular tools 
for breeding : molecular breeding and PCR diagnostics. 

a. Publications : 
1. 

Effects of overproduction of tobacco MnSOD in maize chloroplasts on foliar tolerance 
to cold and oxidative stress 

Frank Van Breusegem, Luit Slooten, Jean-Marie Stassart, Johan Botterman, Tanya 
Moens, Marc Van Montagu and Dirk Inze 

Journal of Experimental Botany, Vol. 50, No. 330, pp. 000, January 1998 
2. 

The use of Agrobacterium for Plant Genetic Engineering 
Kathleen D'Halluin and Johan Botterman 
p 339 - 344 

3. 

Processing of a chimeric protein in chloroplasts is different in transgenic maize and 
tobacco plants 

Frank Van Breusegem, Sergei Kushnir, Luit Slooten, Guy Bauw, Johan Botterman, 
Marc Van Montagu and Dirk Inze 
Plant Molecular Biology 38: 491-496 

4. 

Field Testing of Insect and Herbicide Resistant Crops 

J. Botterman and J. Leemans 

Vortr. Pflanzenzuchtg. 16, 455-461 (1989) 

5. 

Engineering of Herbicide Resistance in Plants 
J. Botterman and j. Leemans 

Biotechnology and Genetic Engineering Reviews - Vol. 6, September 1988, p 321-340 
(1988) 

6. 

Improvement of agricultural crops by genetic engineering 
J. Botterman 

Med. Fac. Landbouww. Rijksuniv. Gent, 53(4a), p 1695-1699 (1988) 
7. 

Engineering herbicide resistance in plants by expression of a detoxifying enzyme 
M. De Block, J. Botterman, M. Vandewiele, J. Dockx, C. Thoen, V. Gossele, N. Rao 
Movva, C. Thompson, M. Van Montagu and J. Leemans 
The EMBO Journal vol. 6 no. 9 pp 2513-2518, 1987 



8. 

Evaluation of herbicide resistance in transgenic crops under field conditions 
Willy De Greef, Rene Delon, Marc De Block, Jan Leemans and Johan Botterman 
Bio/Technology VoL 7, January 1989, p 61-64 (1989) 

9. 

Engineering herbicide resistance in plants 

J. Botterman and J. Leemans 

TIG - August 1988, VoL 4, no, 8, p 219-222 (1988) 

10. 

Characterization of the herbicide-resistance gene bar from Streptomyces hygroscopicus 
Charles J. Thompson, N. Rao Movva, Richard Tizard, Reto Crameri, Julian E. Davies, 
Marc Lauwereys and Johan Botterman 
The EMBO Journal VoL 6 No. 9 pp. 2519-2523, 1987 

11. 

Characterizaton of phosphinothricin acetyltransferase and C-terminal enzymatically 
active fusion proteins 

Johan Botterman, Veronique Gossele, Chris Thoen and Mark Lauwereys 
Gene, 102 (1991) 33-37 

12. 

Plant and mammalian sorting signals for protein retention in the endoplasmic 

reticulum contain a conserved epitope 

Jurgen Denecke, Riet De Rycke and Johan Botterman 

The EMBO Journal vol. 11, no. 6 pp. 2345-2355, (1992) 

13. 

The Tobacco Luminal Binding Protein is Encoded by a Multigene Family 

Jurgen Denecke, Maria Helena S. Goldman, Jan Demolder, Jef Seurinck and Johan 

Botterman 

The Plant Cell, VoL 3, 1025-1035, September (1991) 
14. 

Inhibition of Fungal Disease Development in Plants by Engineering Controlled Cell 
Death 

Giinter Strittmatter, Jan Janssens, Chris Opsomer and Johan Botterman 
Bio/Technology, VoL 13, p 1085-1089, October 1995 

15. 

Transformation of sugarbeet (Beta Vulgaris L.) and evaluation of herbicide resistance in 
transgenic plants 

Kathleen D'Halluin, Martien Bossut, Els Bonne, Barbara Mazur, Jan Leemans and 
Johan Botterman 

Bio/Technology VoL 10, p 309-314, March 1992 
16. 

Plant molecular farming: production of peptides and proteins with high-added value 

Johan Botterman and Enno Krebbers 

Med. Fac. Landbouww. Rijksuniv. Gent, 54 (4a), 1989 
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17. 

Expression of a bacterial lysine decarboxylase gene and transport of the protein into 
chloroplasts of transgenic tobacco 

S. Herminghaus, P.H. Schreier, J. E.G. McCarthy, J. Landsmann, J. Botterman and J. 
Berlin 

Plant Molecular Biology 1 7: 475-486, 1991 
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